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AST ANTIMICROBIAL SUSCEPTIBILITY PATTERN (AST)
MRSA Methicillin-resistant Staphylococcus aureus
MSSA Methicillin-Sensitive Staphylococcus aureus
IR Intrinsic resistant
NT Not tested
NBP No breakpoint available

Colouring Scheme used

Susceptibility % > 80%

Susceptibility % = 60-80%

Susceptibility % <60%

Data not available (includes IR, NT, NBP)
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Antimicrobial susceptibility pattern for Gram-positive bacterial isolates from pus specimens

[% of susceptible (total number of isolates tested for a given antibiotic) =%(n)]
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Antimicrobial susceptibility pattern for Gram-negative bacterial isolates from pus specimens

[% of susceptible (total number of isolates tested for a given antibiotic) =%(n)]
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Susceptibility(%)

ANTIBIOTIC SUSCEPTIBILITY OF PUS PATHOGENS JAN - DEC 2025

Distribution of Bacterial Isolates from Pus Specimen
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ANTIBIOTIC SUSCEPTIBILITY
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(JAN — DEC 2025)




Antimicrobial susceptibility pattern for Gram-positive bacterial isolates from Lower respiratory tract specimens

[% of susceptible (total number of isolates tested for a given antibiotic) =%(n)]
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Antimicrobial susceptibility pattern for Gram-negative bacterial isolates from Lower respiratory tract specimens

[% of susceptible (total number of isolates tested for a given antibiotic) =% (n)]
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ANTIBIOTIC SUSCEPTIBILITY OF LOWER RESPIRATORY TRACT PATHOGENS JAN - DEC 2025

Distribution of Bacterial Isolates from Lower Respiratory Specimen
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ANTIBIOTIC SUSCEPTIBILITY OF
BODY FLUIDS (EXCEPT CSF AND
BLOOD) PATHOGENS
(JAN — DEC 2025)




Antimicrobial susceptibility pattern for Gram-positive bacterial isolates from body fluid specimens (except CSF and blood)
[% of susceptible (total number of isolates tested for a given antibiotic) =% (n)]
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Antimicrobial susceptibility pattern for Gram-negative bacterial isolates from body fluid specimens (except CSF and blood)
[% of susceptible (total number of isolates tested for a given antibiotic) =%(n)]
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Susceptibility%

ANTIBIOTIC SUSCEPTIBILITY OF BODY FLUID (EXCEPT CSF AND BLOOD) PATHOGENS JAN - DEC 2025

Distribution of bacterial isolates in body fluids
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ANTIBIOTIC SUSCEPTIBILITY OF
BLOOD PATHOGENS
(JAN — DEC 2025)




Antimicrobial susceptibility pattern for Gram-positive bacterial isolates from blood specimens

[% of susceptible (total number of isolates tested for a given antibiotic) =%(n)]
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Antimicrobial susceptibility pattern for Gram-negative bacterial isolates from blood specimens

[% of susceptible (total number of isolates tested for a given antibiotic) =% (n)]
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ANTIBIOTIC SUSCEPTIBILITY OF BLOOD PATHOGENS JAN - DEC 2025

Distribution of bacterial isolates in blood sample
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DISTRIBUTION AND ANTIFUNGAL SUSCEPTIBILITY OF CANDIDA ISOLATES FROM BLOOD SPECIMEN JAN — DEC 2025

w

N

[N

Distribution of Candida species isolated from Blood in ICU(2025)

5
4
3
2 2 2 2 2
1 1 1 1
Candida albicans Candida glabrata Candida tropicalis Candida parapsilosis Candida krusei (Pichia
kudriavzevii)

EMICU mPICU mNICU

e Most Candida species isolated from blood specimen from the ICU are susceptible to Fluconazole (77%) and Voriconazole (83%).

e Candida krusei is intrinsically resistant to Fluconazole but remains susceptible to Voriconazole.
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ANTIBIOTIC SUSCEPTIBILITY OF
URINARY PATHOGENS
(JAN — DEC 2025)




Antimicrobial susceptibility pattern for Gram-positive bacterial isolates from urine specimen
[% of susceptible (total number of isolates tested for a given antibiotic) =% (n)]
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Antimicrobial susceptibility pattern for Gram-negative bacterial isolates from urine specimens

[% of susceptible (total number of isolates tested for a given antibiotic) =% (n)]
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700

600

500

400

300

200

100

0

88

ANTIBIOTIC SUSCEPTIBILITY OF URINARY PATHOGENS JAN — DEC 2025
Disturbion of Bacterial isolates from Urine Specimen

627

526

320

226

179
111
61 59 66 39
16
2 5 42 3 5 1 1 44 2 1
- - ° I_ n [ ™ - ] . — [ | - - -

\J © & A\ . o o O N ) S R © o
(..ow\ & B & o o & & & o“b & & & s &
‘:Soel 6'\)5 xo@ \(\‘o\ é@‘ \‘6\0 °~|$ z“# “\‘Q “,Q § & .\‘ R 0\ ‘\)Q\
K o ) & o ¢ \° & ¢ -l C o W °
Q < Q O ) ) X N Q) ¢
o ° & & ° ot o &® o M & & o &
0 & 0 & ) \C 8 0 © o < Q ©
& ¢ o° 8 ¢ & ¢t ®
o & 0 9 xS Y
¢ W o N
@ )
v Q°
Organism

EOPD mIPD mICU

36



Susceptibility %

AST pattern of Escherichia coli isolates from Urine specimen
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ANTIBIOTIC SUSCEPTIBILITY OF
CSF PATHOGENS
(JAN — DEC 2025)
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Antimicrobial susceptibility pattern for Gram-negative bacterial isolates from CSF specimens

[% of susceptible (total number of isolates tested for a given antibiotic) =%(n)]
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Bacilli s < = = = S 9 2 2 = = = s =
= = s £ S 2 = = E s S = 2 2
- 2 = ] = 22 = s N o £ 2 =
Rz = = = & N g = & i oy 5 o
5} 2 - < < =) 1) N -5} 2]
@) &) S = = &) < &) =
68 52 40 60
IPD 25 NT NT NT NT IR NT NT
Acinetobacter (25) (25) (25) (20)
baumannii ICU 3 NT v NT v NT NT v IR NT v NT
3) 3) 3) 3)
Pseudomonas 100 100 100 100 100
aeruginosa IPD 1 IR NBP IR a) NBP a) ) ) IR ) NT
11 80 50 31 100 13 10 100
IPD 14 NT NT NT
L . ) (10) 8 (13) (2) 8 (10) (10)
Escherichia coli 100 0 0 100 0
ICU 1 NT NT NT NT NT NT
) ) ) ) €))
0 60 33 20 100 0 80
IPD 6 NT NT NT NT
Klebsiella 3) Q) 3) %) 1) 3) 5)
pneumoniae 0 100 40 67 0 75
ICU 5 NT NT NT NT NT
©) ) &) 3) ) Q)
14 82 0 44 80 27 31 63 100
IPD 19 NT NT
Enterobacter (14) 17) (6) (16) &) (11) (16) (16) @)
spp- 0 33 20 0 0 0 25
ICU 5 NT NT NT NT
(2) 3) &) ) ) ©) )
Klebsiella 100 100 100 100 0 100 100
IPD 1 NT NT NT NT
oxytoca €)) 1) ©)) ) 1) 1) 1)
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Antimicrobial susceptibility pattern for Gram-negative bacterial isolates from stool specimens

[% of susceptible (total number of isolates tested for a given antibiotic) =%(n)]

_ =
—~ = £ —_ = —_ 3 —_
= < = = = -~ X —~
Gram £ 2 2 E T S 2 2 E E % g
. . 5] = g = ) S = 3 = = E >
Negative Organism 3 3 § < E_ g § §= 2 3 £ g
- 3 & E T 3 & E g 3 Z
g £ g £ 5 2 < 2 3
&) & 3
0 0 100 100 0 100 0
IPD 1 NT NT NT
@ @ @ @ @ @ @
Salmonella Enteritidis
100 0 100 100 100
OPD 1 NT NT NT NT NT
@ @ @ @ @
33 67 100 50 0 0 50 !
IPD 3 NT NT 2
3) 3 1) @) 1) @ @ @)
Shigella species
0 0 100 17 0 0 100 60
OPD 6 NT NT
®) ®) 3) (6) ) ®) 3) ®)
. . 0 0 100 0 0 0 0 0
Shigella sonnei IPD 2 NT NT
& @ @ @ @ @® @ @ )
S 100 100 100 100
Vibrio cholerae IPD 1 NT NT NT NT NT NT
@ @ @ @
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Antimicrobial susceptibility for Gram-positive pathogens from the Medicine department

[% of susceptible (total number of isolates tested for a given antibiotic) = % (n)]

—~ - —~ g f
8 - 2 g < = g - 3 G = - < = = 2
2 2] %20 S 2 C s | 2| | &% § |3 %
" S 2 S = 5 S g S S E = = 2 S z = g
Gram Positive = = £ c & N Q = 4= 3 = S = = £ £ 3]
. s © = = o g 2 £ = = > a 1} = 5 =S >
Cocci 2 5 = £ ) = £ = S 2 Z < s g > > =
= 2 kS g = £ S E o E S = S & > e S
g ) s = g = = = s & = = 3 “ = =
5 o 3 S 2 & z - 5 - z °© £ = = >
4 @] &} Qo = 5 e 2 >
OPD | 65 64 68 58 68 73 13 100 96 94 39 0 93 100 100 100
(65) 47) 24 (28) 48) (46) 35) (22) (18) 13) 1n a4) (14) @ @
Staphylococcus D | 163 43 76 32 46 65 14 100 98 58 40 60 86 100 100 100
aureus (163) (127) (93) (115) (134) (134) (124) (42) @31 5) 5) @) (48) 8) 5)
54 77 40 67 46 23 100 100 100
ICU | 13 NT NT NT NT NT NT
13) 13) (10) )] 13) 13) &) @ )
opD | 23 0 33 17 67 69 0 100 100 100 17 0 100 100 100 100
(23) (18) (6) (6) 16) (16) &) 10) (6) (6) @) 3 3 @ @
0 67 20 35 49 4 100 95 44 0 33 100 100 100 100
MRSA IPD | 92
92) (75) (59) (60) 7 7 (86) (20) (18) ) 3) ()] (28) (6) )
0 67 0 33 17 0 100 100
ICU 6 NT NT NT NT NT NT NT
(6) (6) ) 3) (6) (6) (6) @
100 90 72 68 75 20 100 92 92 57 0 89 100
OPD | 42 NT NT
42) 29 (18) 22) (32) 30) (26) a12) 12) @) ()] Q)] (€8))
MSSA ®p | 71 100 90 53 53 86 27 100 100 77 67 100 67 100 100 100
(71) (52) (34) (55) (58) (58) (36) (22) 13) 3) 2) 3 (20) ) e))
100 86 67 83 71 43 100
ICU 7 NT NT NT NT NT NT NT NT
@) @) (6) (6) @) @) 3)
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OPD 34 NT NT
29 (28) @ 27 32) 10 an 3) 30) (&)
58 7 0 100 96 33 67 0 50 0
Enterococcus faecalis IPD 25 NT NT
Y 24 as) ) 2D (22) (&) ()] @ a4) ©)
25 67 0 100 100 50 100 50 75 0 100
ICU 8 NT
® 3 3 ©) ® (©)) @ “ ()] @ (@))
76 19 0 100 100 33 100 75 83 0
OPD 26 NT NT
(¢R) 16) 2) 21 (24) (&) an “) 1s) @
68 0 0 96 100 0 77 50 69 17 100
Enterococcus faecium IPD 30 NT
f 28 (@) ) (25) 3) (6) an “) 13) ©) @
0 50 0 75 100 0 20 50 50 100
ICU 6 NT NT
(6) ) 3) @ @ @ ® “) 2 @
OPD 3 o L NT L LY NT NT NT NT sl sl NT
Enterococcus s, €) @ ) 1) @ (€)
PP 50 100 100 50
IPD 2 NT NT NT NT NT NT NT NT
Q) ) @ ()
~ E
g g 3 g g = £
= - 13} o 5 = £
Gram Positive Cocci kS s z g = = 2 ]
) 5 = S N g =) 2
— =2 = - = 8 = =
E £ ) £ £ g &
z S E = = 2 =
@)
100 0 100 100 100 0
Streptococcus pneumoniae IPD 3
P P @) @) 3) @) 3) )
100 100 100
Streptococcus pyogenes IPD 1 NT NT NT
P pyos ) ) )
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Antimicrobial susceptibility for Gram-negative pathogens from the Medicine department

[% of susceptible (total number of isolates tested for a given antibiotic)]
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e 3 = E8| E = = 2 g 2 o = = 28| 5| 2| £ |E=| S 5 S = S| E| €
= = Elgs| § | & S g | & | X g S| = |[ES|E| 8| &|E%| B S 5 | 2| & | 2
. - El 22| S s £ &= S| = s s < <=2 2| = s |8 & = 2 = z | 5 )
Gram-Negative Bacilli $|E8| § = = £ 5 g = £ < 5| E|l €| £ |% S 5 g S 5| 8| ©
S| gl | &2 |~ |=| <] & 3 3 a2l <| 3| &8 E| 2 g
Q &) 5 V4
opD| 154 | 35 | 60 | 69 | 41 | 38 | 90 [100| 55 | 19 11 33 | 67 | 64|50 |100| 38 | 84 | 35 | 40 | 44 | 100 | 58 | 100
(82) | (88) [(127)| B34) | 81) | (72) | () | (67) | (26) 9 |64 | G [ADH] @) | @) | B3)|A25)] B | G | ® | @ [(dA2)| D)
D | 30| 1| 35| 56| 24| 31 | 87 [ 88| 51 | 15 21 14 | 50 |o| o | 0| 6 | 65 9 40 | 9 100 | o | 100
Escherichia coli ©95) [(106)| (78) | (46) [ (62) | (69) AN | (7D | G4 | B3 | @9 | @) (G| G| @ |G) |6 | 70 | &) | a) | D) @)
20 | 0 [ 25| 20| 0 0 | 0| 33 0 0 0| 0| 0| 14| 57 0 0 0 100
ICU| 9 NT NT NT | NT
{2200 € 20 € 20 ) 1 € 1 ) I I ) I B €)) @ ®) DDA D] D] G | @] G @
42 | 56 | 65 | 52 | 37 | 87 | 89 | 57 | 23 49 29 70 | 35 | 23 | 48 11 | 100
IR |IR|NT |NT| NT T
OFD| 254 | 192) | (162) | 172)| 86) | (123)| (172)| ) |a22)| (3) | @33) | 59) NN M Jasp| ay oy [en | N o | 6
26 | 31 | 57 | 21 | 21 | 58 | 44 | 53 | 31 13 8 52 | 26 | 26 | 36 50 | 100
IR |IR|NT |NT| NT T
Enterobacter spp. IPD | 243 (184) | (156) | (120) | (118) | (73) | (140)| (18) | (142)| (26) | (93) | (48) NT | NT| N 83) | (65 | 19) | (33) N 2) | 10
0 | 13|21 5 0 | 42 | 14| 26 0 8 0 41 7 1m | 0 100
ICU | 100 IR |IR|NT |NT| NT NT | NT
) | 59 |43 |79 O || DB B 48 | A7) an,  as | @ | 22y ®)
opp| 126 | 6 | 57| 76 [ 58 | 53 | 91 | 50| 68 0 35 64 | o |l nr np| 33 ]3| 70| 5847 || 0| oo
a03)| 82 | (53) | (60) | 40) | 88) | @ | 8D | @ | 6) | (19 68) | 49) | 23) | a2) | A7) )
36 | 36 | 50 | 28 | 25 | 72 | 13| 55 | 38 18 22 0| 0| 27|39 | 38 | 60 | 35 100
. . IPD | 102 NT | IR NT | NT
Kiebsiella pneumoniae 0 88) | (77) | 32) | (71) | 20) | (68) | B) | (78) | (8) (38) | (18) @ | @) |(63)| A8 | 16) | 5) | A7) ®)
8 | 11 | 25| 15| 22 | 43 | 67| 23 8 13 0| 0| 3 |18 17 0 | 13 0 | 100
ICU | 53 NT NT | IR NT
(36) | (28) | 28) | B34 | (9) | (30) | (12)| (43) (25 | @as) G| DB | A | ) | 6) | Ad6) @ a9
opp| 24 | 50 | 54| 64 | 50 | 47 | 73 100 43 0 0 50| v R wr N | 50| 45| 38 | p [ 100 | (| O | 100
20133 12 | @ | A5 A | D | D @ @ “@ a9 | 20 | 3 @ 3 | @®
29 | 33 | 73 | 25 | 33 | 64 | 50 | 46 | 50 0 50 14 | 33 | 38 | 100 | 100
Kiebsiella oxyroca | "2 | Y | g7y lazy lan | @ | @ lanl@lan]l @ | @ | @ [N R M oplole oo [N
0 0 | 33 0 0 0 0 0 0 0 0
ICU| 4 NT NT NT NT | IR | NT | NT NT | NT | NT | NT | NT
@2 | 33 3 | 3 (€)) @ (2) @13 G
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S| 2| £ | 5 |22| E || 5| | E| 2| 5| R |ES| E|E€%| E |Ez2|58 2| 2| &
Gram-Negative Bacilli % e | £ E 8" 'E § H E B S | 3 = | E % 5 O |« % 2 < 3
D o
o | & el © Sl 2 e | <] 2] 3| s |~ z @ 8| ©
100 100 100 86 83 88 100 100 100
OPD 8 IR IR NBP NT NT IR IR IR IR IR NT
(©) 3 | 6 ) © | ® @) @) )
74 31 81 71 57 50 67 78 33 83 100
Pseudomonas aeruginosa D | 28 | R | IR | jo |NBP | (o | ol o | s | @ las ey | ® | o | B | g | ® |R|R|NT|
70 60 73 40 50 33 56 70 50 0 100
ICU 23 IR IR NBP IR NT IR IR IR IR
20) G | as)y | &) | as) | @ | ae) | eo (©) @) | 6
40 17 64 57 40 86 80 100 18 36 80
OPD 21 NT NT NT NT NT NT | NT NT NT
as) | ® | a9 | a9 | 3) | s (10) @ | an | an | as)
0 100 60 67 0 67 100 60 0 0 50 20 50
Citrobacter koseri Wi T ololeolealololM oleolealea|e| 6| e | N | N NN NN
0 0 25 60 0 40 33 0 0 0 0 0
ICU 7 NT NT NT NT NT NT | NT NT
@l |l @6l el e @) dlo|lwol o )
50 33 100 100 0 75 50 33 20
OPD 5 NT NT NT NT NT NT IR IR | NT NT NT
Qe |l eale |l ol @ @ | 3| 6
50 0 17 67 17 83 50 33 100 100
Citrobacter freundii wo | 7 o el » @l @ NN @ M5l | M| @ | N | R |IR|NT|NT|NT
0 0 0 0 0 0 0
ICU 3 NT NT NT NT NT NT NT NT IR IR NT NT NT
@ | @ | e @ | @ @) @)
71 100 75 33 0 100 100 50 100
OPD 10 NT NT NT NT NT IR NT NT NT IR IR
) ® | ® | 3 @) @l @l @ )
33 50 71 50 43 60 0 (1] 75 100 100
Proteus mirabilis IPD 8 6) Q) %) ) ™ NT NT NT 6) NT 3) a) NT IR NT “) a) IR a) IR
33 1] 100 33 25 25 0 (1] 100 0 0
ICU 6 NT NT NT NT IR NT NT IR IR
Al el 6| @ @) @ | o | @ @) )
100 50 100 75 100 100 50 67 0
OPD 4 NT NT NT NT NT IR NT NT IR NT IR
Qe |l @l ol @ | o )
14 83 29 (1] 0 0 0 0
Proteus vulgaris wo | 7 | | NT | | ol o | gy | NT | NTNT | NT N o | o | IR | NT | |NT|IR|NT|IR
100 1] 100 50 (1] 1] 0 0 0 0
ICU 3 NT NT NT NT IR NT NT IR NT IR
ololole | e @) ) ) @)
57 20 43 50 29 20 67 67 25 0 100
OPD 17 NT IR NBP | NBP NT IR NT
Do |lolalalaw]| e | 6 @ | N @ | NT
13 25 27 35 20 22 44 44 22 0 100 13 100 25 100
Acinetobacter baumannii IPD | 95 | 55 | a2) |65 | 61 | 69 | 3 | @3 | @3 | N | | 9| @ |NBP|NBPI Ry @y | ae | @
1 0 4 7 5 2 0 0 33 4 13 100 0 20 4 100
ICU 1 172 1 oy | 33) | 103) | 109y | aasy | a10) | e o | @) | ® | 6o | @ [NBP [ NBP | qoy | ™ | 33| ao | @6 | ao
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100 100 0 100 92 89 91 22 100
OPD 12 NT
a12) @ a2) 10) 12) 9) an () a2)
Salmonella Typhi IPD 11 100 NT 10 100 100 100 90 100 0 100
ain 10) 10) 1) (1) 10) 9) (&) an
100 0 100 100 100 100
Salmonella Enterica OPD 3 (3) NT (3) NT NT 3) (3) (3) (3) NBP
100 0 100 100 100 0 100
Shigella spp. OPD 1 NT NT NBP
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Antimicrobial susceptibility for Gram-positive pathogens from the Surgery department

[% of susceptible (total number of isolates tested for a given antibiotic) = %(n)]

S
N
= E -
= = —~ ~ = —_ ] = 5 —_~
5 = N = = P 2 = o E S R £ S =
'43 .a >} £ s () .5 i S o—
Gram Positive Cocci < 2 £ = g s = g 2 £ % = = £ g
9 o = = 5 ES = e £ El 2 S s s P
S| 5| ¢ : E : = | § | £ Z Z : g | g g
) £ - = N = S £ ~ o)
z © 5 g & s & 3 g z 3 5 g 3
© 2
=
OPD 249 49 64 13 61 94 50 68 64 100 100 100 18 75
Staphylococcus aureus (249) (233) (232) 44) (222) ) 102) (141) 17 (500) (14) (38) 12)
IPD 83 47 70 16 67 96 20 47 60 100 100 100 0 0
(83) (82) (82) (21) (72) 5) a7) (64) (40) (27) @ ) @
OPD 124 0 54 9 50 92 0 57 57 100 100 100 5 60
MRSA 129 | a1y | a1 | @6 | @y | @ 42) (79) (49) (35) (6) 1) 5)
0 55 11 50 97 0 33 54 100 100 0
IPD 44 NT NT
44) 44) 44) 3 (38) “) ©) (35) (20) as) ()
OPD 125 100 75 16 78 96 100 75 73 100 100 100 35 86
MSSA 125) (116) ai1s) a8) 112) ) (60) (62) (68) (54) 8 a7 7
IPD 39 100 87 21 77 94 100 55 66 100 100 100 NT 0
39) (38) (38) a3) (34) ) an (29) (20) ar€) @ @
17 33 17 50 80 0 100
OPD 6 NT NT NT NT NT NT
CONS ©® | © | © | @ | O @) 5)
25 25 0 100 50 100
IPD 4 NT NT NT NT NT NT NT
) “4) ) (2) ) “)
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OPD 35 50 100 0 100 42 100 100 100
(C)) 27 an (33) (23) (6 12) @ NT
Enterococcus faecalis
0 100 100 29 67 100
IPD 7 NT NT NT
(6)) 3 ) ) 3 )
20 100 0 100 86 100 100 67
OPD 22 NT
) ) (18) (2) (21) (21) (13) (10) 3)
Enterococcus faecium 0 100 0 100 - 100 P 0
IPD 12 NT
(6) (6) (2) ) (12) ) ¥ (2)
Streptococcus pyogenes OPD 1 NT 1((1);) ((1)) 1((1);) NBP NT NT NT NT
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Antimicrobial susceptibility for Gram-negative pathogens from the Surgery department

[% of susceptible (total number of isolates tested for a given antibiotic) =%(n)]
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£ g | £ z < Sl 2 | 8] F o g 5 g O = 2| z| ¥ 2| 8| 4
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GramNegave | £ | & | 2 |SF| § | ¢ |3E| g |§| S || 8§ | 2| E|E| % | % |z| E)|zg| &%
Bacilli g 5 = | £ | % | £z | B | E| % 2 g £ g £ g | 3 g E s | £
S 2 = = 2 = = 2 28 = < g 2, g-' = N 59 é ] 5 = 8 g =
& 25| £ S |58 | E | 5 £ F < o} £ £ s T = < £ £ 3
£ 3 H 3 & |3 < | 2| %t E < S 3 8 S 3 |3 Z 8 5 | ©
Z. E O = b= S Z =
29 63 21 44 52 48 77 75 36 21 9 42 27 66 33 15 100
OPD | 289 NT NT NT
Enterobacter (207) ae3) | (127) | @87 | @s1) 108) | (202) @) 28 | a1mn a1 | @oe) | 6) | (135) 8 | 13) W)
species PD 196 12 T 56 9 17 42 100 41 41 80 13 9 . . 36 20 63 19 0 100
139) 34) a38) | a13) | ae4) | () a7n | @25 15) 16) | (134) an | asy | ae @3) ) 13)
opp | 213 31 27 64 18 60 57 | N1 38 90 75 27 14 100 22 28 18 83 32 19 100
Escherichia 121) 90) | (148) | (72) | a34) | (100) ©7) | a33) @®) (26) 44) ) ) aao3) | a7 | @30) 66) | @31 3)
coli PD 100 15 9 56 3 18 54 op 43 58 50 8 0 NT NT 25 10 71 8 0 100
(76) (53) 18) (75) 68) | (86) ) 74) ) 13) (36) “) 10) ) 12) @ )
OPD 08 34 23 72 21 49 4“4 47 69 100 35 26 NT 67 7 29 31 35 40 100
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ANTIBIOTIC SUSCEPTIBILITY OF PATHOGENS ISOLATED FROM SURGERY DEPARTMENT JAN - DEC 2025

Distribution of bacterial isolates from Surgery department
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Antimicrobial susceptibility for Gram-positive pathogens from the Paediatrics department

[% of susceptible (total number of isolates tested for a given antibiotic) =%(n)]
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Antimicrobial susceptibility for Gram-negative pathogens from the Paediatrics department

[% of susceptible (total number of isolates tested for a given antibiotic) =%(n)]
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ANTIBIOTIC SUSCEPTIBILITY OF PATHOGENS ISOLATED FROM PAEDIATRICS DEPARTMENT JAN - DEC 2025

Distribution of Bacterial isolates from Pediatrics Department
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Antimicrobial susceptibility for gram positive pathogens from Orthopaedics department

[% of susceptible (total number of isolates tested for a given antibiotic) = %(n)]
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Antimicrobial susceptibility for Gram-negative pathogens from the Orthopaedics department

[% of susceptible (total number of isolates tested for a given antibiotic) =% (n)]
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Susceptibility %

ANTIBIOTIC SUSCEPTIBILITY OF PATHOGENS ISOLATED FROM ORTHOPAEDICS DEPARTMENT JAN — DEC 2025

Distribution of bacterial isolates from Orthopaedics department
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ANTIBIOTIC SUSCEPTIBILITY OF
PATHOGENS ISOLATED FROM
OPHTHALMOLOGY DEPARTMENT
(JAN — DEC 2025)




Antimicrobial susceptibility for Gram-positive pathogens from the Ophthalmology department

[% of susceptible (total number of isolates tested for a given antibiotic) =% (n)]
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Antimicrobial susceptibility for Gram-negative pathogens from the Ophthalmology department

[% of susceptible (total number of isolates tested for a given antibiotic) =% (n)]
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Susceptibility %

ANTIBIOTIC SUSCEPTIBILITY OF PATHOGENS ISOLATED FROM OPHTHALMOLOGY DEPARTMENT JAN — DEC 2025

Distribution of bacterial isolates from Ophthalmology department
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ANTIBIOTIC SUSCEPTIBILITY OF PATHOGENS
ISOLATED FROM ENT DEPARTMENT
(JAN — DEC 2025)




Antimicrobial susceptibility for Gram-positive pathogens from ENT department
[% of susceptible (total number of isolates tested for a given antibiotic) =% (n)
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Antimicrobial susceptibility for Gram-negative pathogens from ENT department

[% of susceptible (total number of isolates tested for a given antibiotic) =%(n)
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ANTIBIOTIC SUSCEPTIBILITY OF PATHOGENS ISOLATED FROM ENT DEPARTMENT JAN - DEC 2025

Distribution of bacterial isolates from ENT department
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ANTIBIOTIC SUSCEPTIBILITY OF PATHOGENS
ISOLATED FROM DERMATOLOGY
DEPARTMENT
(JAN — DEC 2025)




Antimicrobial susceptibility for Gram-positive pathogens from the Dermatology department

[% of susceptible (total number of isolates tested for a given antibiotic) =%(n)]
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Antimicrobial susceptibility for Gram-negative pathogens from the Dermatology department
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ANTIBIOTIC SUSCEPTIBILITY OF PATHOGENS ISOLATED FROM DERMATOLOGY DEPARTMENT JAN - DEC 2025

Distribution of Bacterial Isolates from Dermatology Department
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ANTIBIOTIC SUSCEPTIBILITY OF PATHOGENS
ISOLATED FROM OBSTETRICS &
GYNAECOLOGY DEPARTMENT
(JAN — DEC 2025)




Antimicrobial susceptibility for Gram-positive pathogens from the Obstetrics & Gynaecology department
[% of susceptible (total number of isolates tested for a given antibiotic) =%(n)]
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Antimicrobial susceptibility for Gram-negative pathogens from the Obstetrics & Gynaecology department
[% of susceptible (total number of isolates tested for a given antibiotic) =% (n)]
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@) @ (©)) (©)) (0] 2) 2 @?) () 2 @ 1) 1
Citrobacter
Jreundit 50 50 40 83 50 0 100 50 40 60 50 100 50
IPD 9 NT NT NT NT NT IR NT NT
@) (©) ® ©) 2) 2) (©) () ®) (E)) 2 @) @
78 65 35 85 50 33 100 50 86 73 50 40 56
OPD | 25 NT NT NT NT NT NT NT NT
, ® | e |an || @ [ & | ae ae) | ey | a9 @ ®) ©
Citrobacter
koseri 0 .
45 65 14 42 29 25 77 44 50 0 9
IPD 35 NT NT NT NT NT NT NT NT
an (26) 22) | 249 () 12) (26) as) | a9 16) 2 2) (11)
0 60 83 100 100 67 100 100 100
OPD 6 NT NT NT NT NT IR IR NT NT NT NT IR
@ & | ©®|> @ &) o) o | m
Proteus
irabils 0 0 0 0 0 33 0 00 00 00
5 5 5 5 67 1 1 1 67
IPD 7 NT NT NT NT IR IR NT NT IR
() “@ @ @ @ (€)) () (6) “@ (0)) @) ©)
33 63 0 67 0 67 75 0 33 0
OPD 11 NT IR NBP NBP IR NBP NBP NT NBP NT NT
. (©)) ® (C)) ©) (€)) 3 ® () (©)) @)
Acinetobacter
baumannii 12 18 9 4 0 12 5 17 0 6 8 100
IPD | 116 NT IR NBP NBP IR NBP NBP NBP NT
67 (72) ®0) | D | @0 [ (73) (56) 24 ©) 18) (3% 10)
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Distribution of bacterial isolates from the Department of Obstetrics and Gynaecology
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